The fadD gene of Escherichia coli encodes the innermembrane-associated acyl coenzyme A synthetase (acylCoA synthetase) [fatty acid:CoA ligase (AMP-forming), EC 6.2.1.3)] (6). Acyl-CoA synthetases catalyze the formation of fatty acyl-CoA by a two-step mechanism that proceeds through the pyrophosphorolysis of ATP (2 (3, 4) . In the process of long-chain fatty acid transport, this enzyme plays a pivotal role by catalyzing the thioesterification of exogenous fatty acids into metabolically active CoA thioesters prior to 3-oxidation concomitant with transport. This enzyme has broad chain-length specificity, giving Vm. values ranging from 2,632 nmollmin/mg of protein for lauric acid (C12) to 135 nmollmin/mg of protein for hexanoate (C6) (3). Maximal activities associated with this enzyme are found with fatty acids ranging in length from C12 to C18:1 (3) .
The structural gene for acyl-CoA synthetase (fadD) was identified by Overath et al. (6) , who mapped this locus to the 40-min region of the E. coli chromosome. I have used 11 clones representing the 40-min region of the E. coli chromosome from the Kohara library (5) The complete miniset of X clones of the Kohara 
